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Professional Summary 
A drug discovery, preclinical development, and development scientist with over twenty years of 
leadership experience in applying biophysical, analytical, biochemical, and biological 
approaches to interdisciplinary research and development problems in the biotech. pharma., 
and academic settings. Highly experienced in characterizing drug target mechanism of action, 
developing target profiles, and characterizing therapeutic mechanism of action, pharmacokinetic 
disposition, formulation, and bioengineering based efforts for small-molecules, antibodies, 
bispecifics, and cellular therapy modalities. 

 
Work History 
 

Managing Director, 09/2020-Present 
Director, 04/2019-09/2020 
BioProcess Technology Group, BDO USA LLP, Boston, MA 

Provide analytical, process development, and other CMC consulting services to 
biopharmaceutical clients. Perform risk analyses, design and write process 
characterization, process validation, and supporting regulatory documents. 

 
Consultant -4/2018-04/2019 
BioProcess Technology Consultants, Inc., Woburn, MA 
Provide analytical, process development, and other CMC consulting services to 
biopharmaceutical clients. Perform risk analyses, design and write process 
characterization, process validation, and supporting regulatory documents. 

 
Affiliate Associate Professor, 03/2012 to Current 
Department of Bioengineering, University of Washington – Seattle, WA 

 
Principal Consultant and Founder, 10/2015 to Current 
Seattle Biophysics Consulting, LLC – Seattle, WA 

• Provide consulting services to the pharmaceutical and biotechnology industries in the 
biochemical, biophysical, and analytical sciences in support of drug discovery and 
development of small-molecule, protein, and cell therapy modalities. 

 
Director, Analytical and Biophysical Development, 01/2016 to 04/2017 
Nohla Therapeutics – Seattle, WA 
Nohla Therapeutics is a clinical-stage start-up company that discovers and develops ex vivo 
expanded universal donor cellular therapies. 

• Directed the pre-clinical biological and biochemical based functional and potency assay 
efforts. 

• Directed the Analytical Development operations for determining the cellular therapy 
attributes, including physical, functional, and potency assessments. 

• Lead the analytical assessment and biophysical characterization activities for the 
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manufacturing processes and the product formulation program. 
• Developed and implemented methods for the characterization and analytical 

assessment efforts of the critical reagents used in the manufacturing process. 
• Developed goals, budgets, and timelines for the operations of the department. 
• Provided direction and strategic oversight to the preclinical and development programs 
• Authored relevant sections of CMC documents for the IND (US) and IMPD (EU, Asia, 

Australia) applications for approval of the Phase 2 Clinical Trial. 



Principle Scientist, Therapeutic Discovery, 10/2008 to 12/2014 

Amgen – Seattle, WA 
• Provided direction and strategic oversight to the Biophysical Sciences programs 
• Supported drug discovery and development efforts for numerous therapeutic targets 

across all therapeutic areas, including Neurological, Cardiovascular, Metabolic, 
Inflammation, Oncology (including angiogenesis pathways and ADC approaches), and 
Immuno-Oncology approaches (such as ADCCs and cell-mediated immune defense with 
BiTEs and other bispecifics, fusion, and engineered proteins; checkpoint modulation 
approaches, including, the PD-L1, CD20, and IL-2 pathways with mAbs, and muteins; 
and the TRAIL pathways with mAbs and fusions proteins). 

• Modalities included small-molecules, antibodies, fusion proteins, engineered protein 
scaffolds, bispecifics, BiTEs, ADCs, enzymes, growth factors, hormones, and polymeric- 
protein systems. 

• Developed strategies and methods for functional, biochemical, biophysical, and 
analytical approaches to assessing target biology mechanism of action, drug mechanism 
of action, and therapeutic quality attributes. 

• Conducted computational data analysis support for stability, assembly, binding, kinetic, 
activity, and biophysical enzymology studies. 

• Supervised and mentored scientists and associates in reporting line, and in a dotted-line 
supervision across the organization. 

• Expert in Surface Plasmon Resonance (SPR) technologies, Isothermal Titration 
Calorimetry (ITC), KinExA®, Gyrolab®, and Octet, Analytical Ultracentrifugation (AUC), 
circular dichroism (CD), infrared (FTIR), and fluorescence spectroscopic approaches, 
and charge based measurements 

 
Principle Scientist, Pharmacokinetics and Drug Metabolism, 05/2006 to 10/2008 
Amgen – Seattle, WA 

• Lead and develop scientific strategies, methods, and analysis approaches in Biophysical 
and Analytical Sciences for the support of drug disposition studies. 

• PI for large and small molecule pre-clinical pharmacokinetic studies, oversee 
bioanalytical analyses, and conduct pharmacokinetic data analysis. 

• PI in definitive, IND-enabling drug metabolism studies in early and clinical development, 
wrote corresponding regulatory reports. 

• Developed biophysically and analytically robust binding and enzymology studies for 
protein and small molecule drug disposition efforts. 

• Developed and implemented in vitro analysis approaches for protein disposition, 
including target-mediated drug disposition (TMDD). 
 

Senior Staff Scientist, Staff Scientist, Analytical Development, Pharmaceutical 
Development, Drug Discovery Research, Drug Metabolism, 09/1997 to 05/2006 
ICOS Corporation – Bothell, WA 

 
Education 
Postdoctoral Research Associate, 03/1994 to 08/1997 



University of Wisconsin, School of Pharmacy – Madison 
 
Ph.D.: Biochemistry Biophysics, 1994 
University of Illinois, School of Chemical Sciences - Urbana-Champaign 

 
Bachelor of Science: Biochemistry Biophysics, 1987 
University of Wisconsin – Milwaukee 
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